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Abstract

HIV-1 Tat is essential for virus replication and is a potent
transactivator of viral gene expression. Evidence sug-
gests that Tat also influences virus infectivity and cytopa-
thicity. Here, we find that the second coding exon of Tat
contributes a novel function for the replication/infectivity
of macrophage-tropic HIV-1. We show that macrophage-
tropic HIV-1 which expresses the full-length two-exon
form of Tat replicates better in monocyte-derived macro-
phages (MDM) than an otherwise isogenic virus which
expresses only the one-exon form of Tat. Similarly, two-
exon Tat expressing HIV-1 also replicates better than
one-exon Tat expressing HIV-1 in two different models of
human cells/tissue reconstituted SCID mice.

Copyright © 2003 National Science Council, ROC and S. Karger AG, Basel

Introduction

Acquired immunodeficiency syndrome (AIDS), the
disease induced by HIV-1, is a complex process that
involves both multiple viral and host determinants [8, 20,
26, 36]. AIDS development can be viewed as occurring in
three phases: a brief primary infection, followed by a long
asymptomatic period, with finally disease manifestation
and death. The detailed mechanisms underlying the ini-
tiation and development of AIDS remain incompletely
understood. However, even at its asymptomatic stage,
HIV-1 replicates actively in the host. Hence, even at time
of low initial viremia, HIV-1 RNA, nevertheless, can be
found in both the circulating peripheral blood as well as in
lymphoid organs of infected individuals. Later, very high
levels of viral replication with daily production of 107 to
10° virions accompanied by the demise of about
2 x 109 CD4+ T cells/day have been estimated [26].

There is a strong correlation between virus load and
disease progression in AIDS [18]. However, the precise
sequence of molecular events governing disease develop-
ment in vivo remains to be fully elucidated. Indeed, the
respective roles of macrophage-tropic (M- or CCR5-trop-
ic) and T-cell-tropic (T- or CXCR4-tropic) HIV-1 in
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AIDS is still incompletely understood [5]. CCR 5-utilizing
viruses dominate exclusively in virtually all newly HIV-
l-infected individuals. By contrast, more than 50% of
individuals infected with HIV-1 for 7 years or greater will
be found to have mostly CXCR4-tropic HIV-1 [5]. One
thought is that the transition from a CCRS5-using (i.e.
macrophage infecting) to a CXCR4-using (i.e. T-cell in-
fecting) HIV-1 reflects the progression to a more rapidly
replicating and disease-potent form of virus [2, 23, 62].
Nevertheless, the fact that individuals homozygous for
genetic deletion of CCRS5, a coreceptor necessary for
infection of CD4+ cells by M-tropic HIV-1, are resistant
to naturally transmitted HIV-1 infections argues for a crit-
ical role of macrophages (and macrophage-tropic HIV-1)
in new infections [5].

Tat is essential for HIV-1 replication and viability. Tat
is a potent transcriptional activator of the HIV-1 LTR
[47] that acts through binding to a nascent TAR leader
RNA [6, 7] and functions to enhance the initiation and
processive elongation of RNA polymerase II at the viral
promoter [21, 30-32, 35, 49, 50, 60]. For its transcrip-
tional function, Tat interacts with a host of cellular factors
including Sp1 [17, 63], p300/CBP [4, 40], PKR [12], TBP
[34], cyclin T1/ CDK9[9, 16, 25, 58], Tip60 [33], granulin
[27, 57], mRNA capping factors [15], and RNA poly-
merase II [22, 41] amongst others. There is evidence that
Tat aids HIV-1 replication through mechanisms in addi-
tion to its transcriptional activation of the LTR. Hence,
Tat can modulate the expression of cellular genes such as
TGF-B[37],1L2[59]; IL6 [3]; Bcl-2 [65], and TNF B and o
[11]. Moreover Tat is secreted into the extracellular mi-
lieu[10, 23, 62] and can activate quiescent T lymphocytes
[46].

Tat is encoded by two exons. The first coding exon of
Tat spans amino acids 1-72 while the second coding exon
spans amino acids 73-101. Findings from subgenomic
transfection experiments have demonstrated that the first
coding exon of Tat is sufficient for transcriptional activa-
tion of the HIV-1 LTR [29, 32], and that deletion of the
second coding exon of Tat appears to minimally alter the
transactivation of LTR reporter plasmids. However, the
second coding exon of Tat is conserved amongst all HIV-1
strains, as well as in HIV-2 and SIV, arguing that this exon
likely contains a function important for the virus. Indeed,
we have previously shown that the second coding exon of
Tat 1s necessary for optimal virus replication in T cells
[45] and for the chronic in vivo replication of SIV in
macaques [56a]. Work from our laboratory has also
shown that the second coding exon of Tat interacts with
the translation elongation factor EF-168, an interaction
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that affects the translation of cellular mRNA in HIV-1
infected cells [61].

Here, we have investigated the contribution of the sec-
ond coding exon of Tat to replication of HIV-1 in macro-
phages. We have constructed otherwise isogenic macro-
phage-tropic HIV-1s which express either the first exon of
Tat or the two-exon full-length Tat protein. We have com-
pared the replication of these viruses in MDM and in
human cells/tissue-reconstituted SCID (hu-SCID) mice.
Our results support that the second coding exon of Tat
contributes to optimal virus replication in macrophages.
Deletion of the second exon of tat was significantly delete-
rious for viral replication in vivo in reconstituted hu-PBL-
SCID mice and hu-SCID (thymus/liver) mice.

Materials and Methods

Plasmid Constructions

All molecular viral clones were derived from pNL4-3 [1] engi-
neered by E. Freed to contain an AD8 macrophage-tropic Env
(PNLADS). We have previously described the conditions for infec-
tion with pNLADS8-derived macrophage-tropic viruses [51]. Using
pNLADS, we created pNLADS8/1ex which expresses only the first
coding exon of tat. pPNLADS was constructed by introducing a stop
codon at amino acid 72. pNLADS8/101 was constructed by removing
a premature stop codon [32] in pNL4-3 after amino acid 86 of Tat.
Here, a single nucleotide change extends the Tat protein in NL4-3
from its 86 amino acids to the 101 amino acid form found in most
primary HIV-1 isolates [32]. pPNLAD8/m54 and pNLAD8/m60 con-
tain an engineered stop codon at amino acid 54 and 60, respectively;
these two molecular clones encode highly abbreviated forms of Tat.

Cells, Transfection and Viral Infections

U38 cells were cultured in RPMI-1640 with 10% fetal calf serum.
HeLa cells were propagated in Dulbecco’s modified Eagle’s medium
(DMEM with 10% fetal calf serum). Transfection of HeLa cells was
performed using calcium phosphate. Virus production was moni-
tored and normalized by measuring supernatant reverse transcrip-
tase (RT) activity [45, 56]. U38 cells were electroporated with the
various molecular clones using (300 V and 960 pF; Bio-Rad electro-
porator). MDM were obtained from elutriated monocytes which
were allowed to differentiate over a 14-day period in 100-mm? bac-
teriological petri plates and then were transferred to a 24-well tissue
culture plates (I x 109 cells) and allowed to adhere overnight prior to
infection [19]. MDM were cultured in DMEM 10% human serum.
Infection of MDM was performed using viruses normalized for RT
activity (105 cpm RT). Virus was first absorbed in a small volume
(100 pl) for 3 h at 37°C. TCID50 was determined after infection of
human peripheral blood monocytes (PBMC) for 14 days. PBMC
were stimulated with phytohemagglutinin (PHA, 250 ng/ml final
concentration) for 3 days prior to infection and were maintained in
RPMI-1640 with 20% fetal bovine calf serum and 10% interleukin 2
(Pharmacia). Usually 4 x 103 PBMCs in a 0.1-ml volume were
absorbed with virus supernatants.
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Reporter Assays

CAT assays were performed as previously described [6]. After
resolution using TLC, the radioactive spots were quantitated using a
Fuji phosphorimager. For quantitations, CAT activities were ana-
lyzed in the linear range of acetylation. All transfections and corre-
sponding assays were done three to five times.

Reconstitution and Infection of hu-SCID Mice

For reconstitution of SCID mice with PBL [38], 4- to 6-week-old
CB17 scid/scid mice were injected with 2 x 107 Ficoll-Hypaque (Sig-
ma) purified PBMCs from healthy donors. 8 days later, mice with
circulating human IgG concentrations greater than 5 ug/ml were
inoculated with the indicated virus. 3 weeks after inoculation, the
mice were euthanized and peritoneal cells were obtained by peritone-
al lavage with cold PBS. Approximately 5 x 103 peritoneal cells were
cocultured with 4 x 10° normal PBMCs that had been stimulated
with PHA (1 pg/ml) for 48 h and maintained in RPMI with IL-2 (10
units/ml). Growth of virus from the culture was monitored by virus
p24 assay. hu-SCID thymus/liver mice were created by implantation
of human fetal thymus and liver fragments under the kidney capsule
of C.B-17 SCID/beige mice [13, 52] as originally described by Nami-
kawa et al. [44]. C.B-17 SCID/beige mice were obtained from
Taconic Farms and bred at the University of Virginia under an agree-
ment with the Fox Chase Cancer Center. SCID/beige and hu-SCID
mice were maintained in micro-isolator cages on racks with HEPA-
filtered air blown into each cage (Allentown Caging, Allentown,
Penn.). The mice were implanted with 1-mm?3 pieces of human fetal
thymus and liver when they were 6-weeks old. Eighteen-week gesta-
tional age tissue was obtained from Advanced Bioscience Resources
(Alameda, Calif.). One piece of fetal thymus and two of fetal liver
were inserted under the left kidney capsule of each mouse using a
16-gauge cancer implant needle set (Popper and Sons, New Hyde
Park, N.Y.). The grafts were left undisturbed for 10 months prior to
infection with HIV-1. Then, mice were anesthetized with ketamine
and xylazine (8 and 0.8 pg, respectively, per gram body weight)
injected intraperitoneally prior to infection or biopsy. Methoxyfluo-
rane was used if additional anesthesia was necessary and buprenone
was administered to minimize postoperative discomfort for all surgi-
cal procedures. Thymus/ liver grafts were exteriorized and measured
with a caliper. Only grafts larger than or equal to 0.5 cm in diameter
were used. Freshly titered HIV-1 stocks were diluted to 2 x 104
TCIDs( per ml and 1,000 TCID5, were injected directly into the thy-
mus/liver grafts in a volume of 50 pl. hu-SCID mice were biopsied at
3 and 6 weeks after infection. For each biopsy, the grafts were again
exteriorized and 1/3 to 1/2 of the tissue, depending on the size of the
graft was removed. A single cell suspension was made by mincing the
tissue with two scalpels in Iscove’s medium (Life Technologies,
Rockville, Md.) supplemented with 2% fetal bovine serum (Omega
Scientific, Tarzana, Calif.) and 50 pg/ml gentamicin (Life Technolo-
gies). The cells were filtered through 70-um nylon mesh and trans-
ported on ice from the University of Virginia BL2+ mouse facility to
its BL3 laboratory.

Flow Cytometry

Cells were washed twice in phosphate-buffered saline (PBS),
counted and aliquoted at 5 x 103 cells per well into 96-well V-bottom
plates (Costar, Cambridge, Mass.). Fluorochrome-conjugated mono-
clonal antibodies (mAb) were added to each well and the plates were
agitated and incubated 30-60 min in the dark at 4°C. mAb used
were CD7-FITC, CD4-PE (both from CalTag, S. San Francisco, Cal-
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if.) and CD8-PerCP (BDIS, San Jose, Calif.). Following incubation
with mAb, the cells were washed twice with 200 ul PBS, resuspended
into 100 ul PBS + 2% formaldehyde and incubated for 16 hat 4°C in
the dark. Samples were diluted with PBS; and 1 x 10* cells, discrimi-
nated by their 90° and low angle light scattering properties, were ana-
lyzed with a FACScan flow cytometer fitted with a helium-neon laser
and appropriate filters for the fluorochromes. Data were analyzed
using CellQuest software.

Quantitative PCR

Genomic DNA was purified using the QIAamp Blood Kit (Qia-
gen, Valencia, Calif.) from approximately 1 x 107 thymocytes from
each biopsy. PCR amplification was performed by an initial denatur-
ation step at 94°C for 2 min followed by 23 cycles at 94°C for 30 s
and 65°C for 1 min with the primer pair M667 and AASS5 specific for
R/US region of HIV-1 LTR [64]. Primers specific for the human f-
globin gene were used to detect cellular DNA. In each case, one of the
two primers used was labeled on the free 5’-phosphate using T4 bac-
teriophage polynucleotide kinase (NEB, Beverly. Mass.) and y-32P-
ATP. A standard curve for the number of HIV-1 copies was gener-
ated for each PCR with 5-fold dilutions of EcoRI-digested nSV’JR-
CSF mixed with genomic DNA from 1 x 103 peripheral blood mon-
onuclear cells (PBMCs). A standard curve for the number of 3-globin
copies was generated for each PCR with 5-fold dilutions of genomic
DNA from PBMCs. In both cases the standard curve was only used
for the range of values over which a linear regression gave an R value
of greater than or equal to 0.98. Radiolabeled PCR products were
resolved by electrophoresis on a 6% polyacrylamide, 1 x TBE gel.
HIV-1 and B-globin copy numbers were obtained by interpolation
from the standard curve using a Molecular Dynamics Phosphoimag-
er Model 425 (Molecular Dynamics, Sunnyvale, Calif.).

Results

Construction of Macrophage-Tropic HIV-1 Proviruses

Expressing Full-Length or Truncated Tat Protein

To date, structure /function studies on Tat have fo-
cused largely on its first coding exon; little is known
regarding the biological role(s) of the second coding exon
of Tat. Previously, we had found that the second coding
exon of Tat was important for HIV-1 infection of T cells.
Because macrophage infection by HIV-1 represents one of
the earliest steps in AIDS transmission [28, 42], we were
further interested in querying as to how the second coding
exon of Tat might also contribute to HIV-1 infection in
macrophages.

To address this question, we constructed four other-
wise isogenic proviruses containing, respectively, a Tat
protein of 72 amino acids (first coding exon of Tat)
(PNLADS/1ex), 101 amino acids (both coding exons of
Tat) (pNLADS8/101), 59 amino acids (pNLAD8/m60), or
53 amino acids (pNLADS8/m54). All molecular clones
were derived from pNLADS8 which contains the pNL4-3
backbone with an AD8 macrophage-tropic Env. Since pri-
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Fig. 1. Construction of the pNLADS provi- aa72
ruses containing full-length two coding exons /Tat 10 PNLADS/101
of Tat, the first coding exon of Tat or fur- \
ther truncated versions of Tat. Schematic m b L E
representations of pNLADS, pNLADS/ Tat pNLAD8/M54
lex, pNLADS8/101, pNLADS8/m54, and
pPNLADS8/m60 are shown. pNLADS/101 I [ . {
was constructed by releasing a stop codon at stop codon
position 87 to correct the reading frame to aa 54 pNLAD8mM/60

101 amino acids. pNLADS8/lex has an in-

Tat

troduced stop codon at amino acid 72.

pNLADS8/m60 and pPNLADS8/m54 were con-
structed by inserting a stop codon at amino
acid 60 and 54, respectively.

stop codon
aa 60

mary isolates of HIV-1 all have a 101 amino acid Tat pro-
tein, we re-engineered the prototypic pNL4-3 molecular
clone which has a premature stop codon after amino acid
86 to pNLADG&/101 by releasing the stop codon by a single
A-to-C nucleotide change. This change did not affect eith-
er the rev or env open reading frames. pPNLADS8/1ex was
constructed by introducing a stop codon at amino acid 72
(a C-to-T change). This mutation also did not disturb
the rev open reading frame. The two other mutants,
pNLADS8/m60 and PNLADS8/m54, were constructed by
introducing a stop codon at amino acid 60 (C-to-T
change) and 54 (C-to-T change), respectively. None of
these mutations introduced any change into the Rev pro-
tein (fig. 1).

Comparable Tat Transcriptional Activity was

Observed for NLADS/m60, NLADS/1ex, NLAD8/101

To check the activity of each modified Tat protein, we
separately cotransfected the proviral plasmids into HeLa
cells with an HIV-1-LTR CAT reporter. For these experi-
ments, we titrated escalating amounts of proviral plasmid
with a constant amount of reporter. CAT activity was
measured 48 h after transfection. As shown in figure 2A,
three proviruses, pNLADS8/lex, pNLADS&/101 and
PNLADS8/m60, all showed similar activity in the reporter
assays (fig. 2A). As expected based on previous mutagene-
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sis data [32], the provirus containing a stop codon at ami-
no acid 54 of Tat failed to activate the HIV-1 LTR CAT
reporter.

The above findings indicated that in reporter assays,
the one-exon form of Tat was as potent as its full length
two-exon Tat counterpart. To verify that this finding also
holds for cells other than HeLa, we next tested the provi-
ruses in a promonocytic cell line, U38. U38 is derived
from the promonocytic cell line, U937, and contains a sta-
bly transfected HIV-1 LTR CAT reporter. We transfected
U38 cells with either pNLADS8/lex or pNLADS/101
(fig. 2B, C). Transfected cells were also either mock-
treated or treated with phorbol myristic acid (PMA). Sim-
ilar to the HeLa results, both forms of Tat activated the
LTR-CAT reporter comparably. Indeed, unexpectedly, in
U38 cells the transcriptional activity of one-exon Tat was
slightly better than full-length two-exon Tat.

The Second Coding Exon of tat Contributes to HIV-1

Replication in Macrophages

Although there was no difference between truncated
one-exon Tat and full-length two-exon Tat in reporter
activation, we considered whether the two forms of Tat
might differ in their respective ability to support virus
infection in macrophages. To address this, we first used
the primary nondividing MDM system previously de-
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scribed by Englund et al. [19]. MDMs from two different
donors (MDM 47 and MDM 58) were maintained in
DMEM 10% human serum without exogenous cytokines.
Viruses produced from transfection of HeLa cells and
normalized for RT activity were used to infect the two
different MDMs.

We followed productive virus infection by monitoring
RT secreted into media supernatants from the infected
cells. As shown in figure 3, only pNLADS8/m54 failed to
replicate in the MDMs. Interestingly, in MDMs, viruses
which express either the one-exon Tat protein (pNLADS/
lex) or a shorter truncated form (pNLADS8/m60) consis-
tently showed lower RT peaks and a more than 4 day-
delay in virus replication when compared to full-length
two-exon Tat expressing pNLADS8/101. These infection
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results strongly suggest that the second exon of tat does
contribute to productive HIV-1 replication in macro-
phages.

The Second Coding Exon of Tat Has a Critical Role

in HIV-1 Infection of the Reconstituted hu-SCID

Mouse

Data from various laboratories have shown that SCID
mice reconstituted with human cells/tissue can be good
models for studying M-tropic HIV-1 infection [13, 38, 44,
52]. To verify the biology of pPNLADS8/1ex and pNLADS/
101 in hu-SCID mice, we assessed their infection profiles
using two different SCID models.

In the first model, SCID mice were reconstituted with
normal human peripheral blood leukocytes (PBL). Three
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Fig. 3. Preferential replication of pPNLAD8/101 in MDM. All pNLADS8-based HIV molecular clones shown in figure
1 were individually transfected into HeLa cells. 48 h after transfection, virus stocks were normalized for RT and used
to infect MDM isolated from two different normal donors referred to as donor 47 (A) and 58 (B).Virus production
was monitored by RT assay every 2 or 3 days.
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Fig. 4. Quantitative PCR analyses of HIV-1 and B-globin DNA in
human thymus/liver grafts. DNA was isolated from cells derived
from human thymus/liver grafts in hu-SCID at the indicated times
after infection with HIV-1. Copy number standards for HIV-1 and
human f-globin were prepared as described in Materials and Meth-
ods; the number of copies used is listed above and below the bands
obtained, respectively. The mouse from which the DNA in each lane
was prepared and the virus used to infect the human thymus/liver
graft in each mouse is indicated above each lane as follows. Mice are
designated M 32-2 through M32-23 to indicate that all hu-SCID mice

Table 1. Infection of hu-PBL-SCID mice 3 weeks after inoculation
with pNLADS8/101, pNLADS8/1ex or pPNLAD8/m54

Group Animal Virus Virus Fraction of
isolation by successful
culturing  virus isolation

1 1 pNLADS/lex - 1/4

2 pNLADS/lex
3 pNLADS/lex -
4 pNLADS/lex +
2 5 pNLADS8/101 + 4/4
6 pNLADS/101 +
7 pNLADS/101 +
8 pNLADS8/101 +
3 9 pNLADS8/m54 - 1/4
10 pNLADS8/m54 +
11 pNLADS8/m54
12 pNLADS8/m54 -

The Second Exon of Tat Is Required for the
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received tissue from the same donor, the 32nd set of tissue implants
done at the University of Virginia, and the mice were numbered
sequentially at the time of tissue implantation. The designation WT
indicates that the HIV-1 clone, pPNLADS8/101, contains a full-length
tat gene was used to infect the thymus/liver graft, 1EX indicates that
the HIV-1 clone, pPNLADB8/1ex, which only contains the first exon of
the tat gene was used. The thymus liver grafts from which DNA was
obtained 6 weeks post-infection and run in lanes 17-20 were not
biopsied at 3 weeks after infection.

groups of 4 animals per group were tested. Group 1 was
infected with pNLADS8/101; group 2 was infected with
pNLADS/1ex; and group 3, used as control, was infected
with pNLADS8/m54, a virus which failed to replicate in
MDM tissue culture. Three weeks after inoculation, as a
readout for productive in vivo infection, we attempted
virus isolation using PHA-stimulated human PBMCs and
peritoneal washings from the infected mice. We found
that 4 out of 4 (100%) pNLADS8/101 inoculated mice pro-
duced virus in their peritoneal washings (table 1). On the
other hand, both in the pPNLADS8/1ex- and the pNLADS/
m54- group, only 1 out of 4 animals (25%) yielded cultur-
able virus (table 1). pPNLADS8/m54 is both transcriptional-
defective (fig. 2) and macrophage replication defective
(fig. 3). The fact that pNLADS/1ex behaved as pNLADS/
m54 in hu-SCID mice while pPNLADS/101 behaved very
differently supports that the second exon of Tat (i.e. ami-
no acids 73-101) contributes to in vivo virus replication.

J Biomed Sci 2003;10:651-660 657



In a second model, SCID mice were reconstituted with
human thymus/liver grafts. In vivo virus propagation was
monitored by PCR after isolation of cells from the human
grafts 3 and 6 weeks after infection. Here, we also tested 3
separate groups of mice. Mice were inoculated either with
pNLADS8/101, or pNLADS8/lex, or were mock inocu-
lated. Quantitative PCR revealed that NLADS8/101which
expresses full-length fat replicated more robustly at 3
weeks after infection than NLAD®&/1ex which expresses
only the first exon of fat (fig. 4). The average HIV-1 DNA
copy number observed 3 weeks after infection by
NLADS8/101 was 1,894 per 105 cells, while NLADS8/1ex
replicated to an average level of 58 copies per 107 cells. As
expected for this degree of viral replication, no depletion
of CD4+ thymocytes was seen by flow cytometry in any of
the human thymus liver grafts in this experiment (data
not shown). In this mouse model, the replication differ-
ence between NLADS&/1ex compared to NLADS8/101 ob-
served at 3 weeks after infection became less marked at 6
weeks after infection. Collectively, the data from both hu-
SCID models are consistent in supporting the notion that
in vivo replication of HIV-1 that expresses full-length Tat
1s better than counterpart HIV-1 that expresses transcrip-
tionally competent one-exon Tat.

Discussion

Here we have assessed the contribution of the second
coding exon of Tat to the replication of macrophage-trop-
ic HIV-1. We constructed macrophage-tropic molecular
clones of HIV-1 which encoded either for the full-length
two-exon Tat or a truncated form of first-exon (i.e. 72
amino acids) Tat. We also generated two additional mac-
rophage-tropic HIV-1 viruses that express further abbre-
viated 53- and 59-amino-acid forms of Tat. Using these
four viruses, we asked whether expression of full-length
Tat confers a replicative advantage not seen with tran-
scriptionally active but truncated one-exon Tat.

We tested for the contribution of the second coding
exon of Tat to HIV-1 replication in macrophages in two
independent ways. We checked in vitro infection of
MDM and in vivo infection of hu-SCID mice. Both in
tissue culture and in animals a consistent finding
emerged: replication of pNLADS8/101 is superior to the
replication of pNLADG&/1ex. In tissue culture, depending
on the donor, we observed a delay in virus peak of >4
days between pNLADS8/1ex and pNLADS8/101 (donor 58;
fig. 3B) or a lowered amount of virus production by
pNLADS/1ex (donor 47, fig. 3A). Similarly, the findings
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from the two reconstituted SCID mouse models (table 1;
fig. 4) further confirmed that the second exon of Tat is
important for replication of macrophage-tropic HIV-1 in
vivo. These results are important since during natural
infections macrophages are the first HIV-1 target cells,
and the ability to interrupt macrophage-tropic virus repli-
cation through targeting Tat [37, 43] may offer an early
abrogation of disease. A further implication of these
results is that should live-attenuated virus be contem-
plated as a potential HIV-1 vaccine approach [54, 55], we
would propose that such HIV-1 vectors should express
only the first exon of Tat.

Like its counterpart gene, Tax [39], in HTLV-I, the
contribution of Tat to HIV-1 replication appears to be
multi-faceted. We do not currently know the exact contri-
bution of the second coding exon of Tat to HIV-1 infec-
tion of macrophages. This contribution is certain to be
independent of Tat’s transcriptional activity on the
HIV-1 LTR since in transactivation reporter measure-
ments in both HeLa and U38 cells we observed no differ-
ence between full-length Tat versus one-exon Tat (fig. 2).
Because the transmission/replication/pathogenesis of
HIV-1 holds many yet to be understood complexities [14,
24,48, 53], improved understanding of the in vivo roles of
Tat may afford insights that would facilitate the design of
early-interruptors of HIV-1 infection. Pending future elu-
cidation of function, engineered small molecules which
can specifically target the second exon of Tat could be
therapeutically useful.
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